We used mice (8 weeks old, C56BL6/j) that sustained 9 weeks of UCMS (UCMS 38 group), and their controls (CT group), collectively called "microbiota donor" mice.
2
Recent studies have shown that gut microbiota (GM) can influence hippocampal We used mice (8 weeks old, C56BL6/j) that sustained 9 weeks of UCMS (UCMS 38 group), and their controls (CT group), collectively called "microbiota donor" mice.
39
Fresh fecal samples were harvested from microbiota donor mice at the end of the 9 th 40 week of UCMS and were transferred by oral gavage to "microbiota recipient" mice (8 41 weeks old, C56BL6/j), which had been treated with broad-spectrum antibiotics (abx)
42
(12) during one week prior the fecal transfer. Abx was discontinued 24h prior 43 microbiota transplantation. Microbiota recipient mice received either the CT (CT-tr 44 group) or the UCMS (UCMS-tr group) fecal suspension at 1 and 4 days following abx 45 discontinuation ( Figure 1A,B) . In order to assess whether the microbiota transfer can Figure 1A,B) . Microbiota recipient mice were maintained in isolators for 7 50 weeks following the fecal transfer.
51
To assess the impact of fecal transfer on GM composition, we performed 16S prebiotics exert anti-depressant effects in rats (13, 14) .
60
We next sought to determine whether these UCMS-induced GM changes are 61 sufficient to change behavior. We employed a battery of standard behavioral tests to Figure 1G,I ).
87
These data show that vagal nerve activity is essential to mediate the impact of gut 88 dysbiosis on hippocampal adult neurogenesis.
89
The present study demonstrates that chronic stress induces changes in GM 
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